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Phosphate transport and utilization
APa; alkaline phosphatase E—
Npt2bL;1; sodium-dependent phosphate cotransporter;1 ] =
Npt2bL;2; sodium-dependent phosphate cotransporter;2 —
nitrate transporter — =
formamidase L  E—
RNA degradation and regulation
ribonuclease T2 ] —
PAN2; PAB-dependent poly(A)- s.‘pec\f'c ribonuclease subunit 2 — —_
IAL1; nucleolysin TIA-1/TIAR [: =
Cell cycle
CDC45; cell division control protein 45 == | —
RRM2; rlbnnucleoslde—dlphosphale reductase subunit M2 O  m—
SKP1, CBF3D:; S phase kinase-associated protein 1 |
Photosynthetic electron transaort and pigment synthesis
chlH, bchi magneswum chelatase subunit H 1 —
fucoxanthin_chlorophyll_Lhcr4 —
fucoxanthin_chlorophyll_Lhca2 ] —
fucoxanthin chloroph¥ll FCP_2 1 ——
fucoxanthin_chlorophyll_Lhef2 1 —
psbO; photosystem 1l oxygen-evolving enhancer protein 1 ——
petC; cytochrome b6-f complex iron-sulfur subunit 1 —
petJ; cytochrome c6 1 —
SKP3; sensor Kinase protein 3 i ]
; cytochrome b6-f complex subunit 4 o | =]
Calvin cycle and polysaccharide production
ﬁ phosphoribulokinase =] —
fhaA; fructose -bispl asphale aldolase, class Il —]
rpiA; ribose 5-| phosphate isomerase A = ]
1,3-beta-glucansynthase 1 u]
Glycolysis and the trlcarbw&xllc aCIdd(TCAg xcle
hydrogehase == —
NAD-malic enzyme (decarboxylating) 1 p
pdhA; pyruvate dehydrogenase E1 component subunit alpha o | [
sdh1; succinate dehydrogenase (ublqulnone?ﬂavoprotem subunit ] =
ppdK; pyruvate,orthophosphate dikinase ] [
GAPDH, gapA; g\yceraldehyde:i phosphate dehydrogenase — =
fbp; fructose-1 5 blsphosphatasel [ =]
gl #a nthesis
sQDz; sulfoquln vusyl nsferase = [
f)hnsphatase o =
MGLL; a%/lg cerol lipase —— [ —
TAG lipase ]
GPD1; glycerol- 3Cphcsphate dehydrogenase (NAD+ ] =
2; acetyl-CoA acyltransferase o
diacylglycerol O-acyltransferase o= [ —
DGATZ2; diacylglycerol O-acyliransferase 2 = | —
phospholipid:diacylglycerol acyltransferase
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