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Microbiome analysis (Full length 16s rRNA sequencing) 3,500 5,250
Bacterial whole genome sequencing (including annotation) 25,000 37,500

Whole genome sequencing (marine organisms: genome size: S0m-1G bp)
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Metagenomics sequencing (output: ~10 G) 65,000 97,5000

Customized sequencing ERRT AT T

PR BEL NN XA A KRR ? 7 EHARRSH R RG] RS p RREd I
eI E VLS
4 i+ 1;#%}»]:;? 1.5 ,v\fu%

C. B+3 %

1.

2.

Pu-g RE T VA RA T Rt% 0 BERAPQC EE > 3HmARM S A o
FEABRAFRARE DT AE (PRSP 4IP3 2 %8) 7 EEFNS L LE TN

DNA 2 a4+ 7 e g b i A A2 7 ¥ e




D. i% # Jf ¥~ Sample Submission & 7 4L B~

L HAEHz DFAEL ALY 2 AP md o X EHT REFE 35 -

2. kg AiEF QCRIE > QCRERSF LS » Bt (715 % ONT LA AR
3. KAIAEFTHFHREITBELAAE (SSD 2 ) 27 R4sFHRAPFEL & & o
CEEE XA

PGSl he A48 #5309
E-mail : 0063b021@gmail.com



A Y ONT & FIEA £ /R 4
i * ‘,‘;}’ T
(e H i
L LEER R o) |
PI
(PD) T (A1) E-mail:
() H i
PR A
T (A1) E-mail:
# * 2% £ JR33 (Library Construction Service)
A g Quality & Quantity Assessment Note
Qubit o0 DNA
BioA o0 HSDNA
Extra Prep . .
(at extra cost) o Sample Purification
# of Library S ] o q
Construction Application Type Desired Ligation kit
o (N-A) 16sr RNA Full-length Amplicon Sequencing
o (N-G) Genome Sequencing 0 SQK-RAD004 (Rapid)
o SQK-LSK109
) o SQK-LSK110
o (N-I) Ready-to-seq ONT Library 0 SQK-LSK 112 (Q20)
o (N-C) Customized Prep
Sequencing Requisition
Output Requisition # of nanopore Flow-cell(s) Genome Assembly and Annotation
o 0.5-1Gb O Flongle; _ cell(s) o No Need
o 5-15Gb o MinlON; cell(s) O Assembly
o 15-75Gb O PromethION: cell(s) O Annotation
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